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gt 12,362.0 2,076.0 7,763.5 650.0 6,668.0 445.5 2,509.5 13.0 90,653.5 12,594.5 75.57 88.40
2L AR 989.8 159.0 597.5 41.0 547.5 9.0 232.8 0.5 6,584.5 1,080.5 71.97 86.01
TR AR 615.5 103.0 375.0 45.5 312.5 17.0 136.5 1.0 4,278.5 650.5 73.31 87.20
Hrdbstn AR 1,820.5 336.5 1,066.5 118.5 930.5 17.5 415.5 2.0 11,487.5 1,766.5 71.96 87.55
BKEE 7 A e 1,311.0 210.0 832.5 64.5 724.0 44.0 267.5 1.0 9,699.5 1,374.5 75.68 87.99
Wit 5 AR 385.5 58.5 242.5 28.0 194.5 20.0 83.5 1.0 3,714.0 394.0 74.39 90.97
RS wapra 289.5 46.5 203.5 15.0 175.5 13.0 39.5 - 2,567.5 255.5 83.74 91.86
27 AER 1,579.3 268.0 995.5 92.0 878.5 25.0 309.8 6.0 10,762.5 1,619.0 76.27 87.45
[E2EEstmapra i 247.0 42.0 159.0 25.0 127.5 6.5 46.0 - 1,817.0 232.5 77.56 89.52
ALt AR 460.5 116.0 265.0 31.0 219.5 14.5 79.5 - 3,936.0 456.0 76.92 91.36
B 7S Pra 291.8 39.5 188.5 19.0 160.5 9.0 63.8 - 2,348.5 294.0 74.73 89.16
T IR 385.0 70.0 230.0 17.0 203.0 10.0 85.0 - 3,223.5 342.5 73.02 91.55
B AR 901.8 153.0 587.5 21.5 448.0 118.0 160.8 0.5 6,408.0 881.0 78.52 88.64
SR T AR 972.3 150.0 647.0 16.5 549.5 81.0 174.3 1.0 7,096.5 949.5 78.78 88.73
LEET=b U D7 T 546.3 69.5 382.5 19.0 343.0 20.5 93.3 1.0 4,190.5 578.0 80.40 87.87
e DR 1.0 - 0.5 - - 0.5 0.5 - 5.0 - 50.00 100.00
SR 7 AR 479.8 59.5 328.0 13.0 308.5 6.5 93.3 -1.0 4,201.0 533.5 77.86 88.72
ERHTTERE 121.0 21.0 78.0 11.0 62.0 5.0 22.0 - 1,302.0 107.5 78.00 93.36
TEEE T AR 296.3 52.5 170.5 34.0 127.5 9.0 73.3 - 2,145.0 292.5 69.95 88.81
H T AR 290.0 43.0 176.0 17.0 159.0 - 71.0 - 2,449.5 360.0 71.26 87.06
Rl T AT 350.0 75.5 217.5 21.5 176.5 19.5 57.0 - 2,149.0 393.5 79.23 85.20
AR T 28.5 3.0 20.5 - 20.5 - 5.0 - 288.0 33.5 80.39 89.41
5 EAERIHIRER(%6) 5.23 21.51 3.91 -59.03 21.80 8.59 -2.53 - -0.10 3.39 1.20* -0.06*
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